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pBoPCaR Sequenc 
(Seq. r,D. No, 1) 



20 



TCTCTGCATCTCCAAGGAGAAGGAGGCAAGACGGGTTCTTTCCGACCTGACGAGCTSCATCTGCGGTCCaAGAAC 
CCCAAGGTAGCACCGGAAAGAACAGCACAGGAGGCGAGAGCGTGGCCGGTGGCCGGCAGAACCAGACCCGACGCC 
CaGrcCTCGGCGCCGGGGTCCCCGGGACrCACCrCAGCACGACrGGGAAGCCGAAAGrACTACACACCCrcrCTa 
CATGATGTGACTTCTGAAGACTCAAGAGCCACCCACTKACTAGTCTGCAATGGAGAAGCCAGAAATGGAAACrc 
AAACCCCACGGTTCCArrcTATTAArTCTGTAGACATGTGCCCCCACTGCAGGGAGrGAGTCGCACCAAGGGGGA 
AAGTCCTCACGGGCCCCCAGACCACCAGCGCTTGAGTCCCTCTTCCTGGAGAGAAAGCAGAACTATGGCACTTTA 



, , - . . ^-^H^ncoori, 1 uLou I r eSerG I nTyrSerAspG t uG I u 
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pBoPCaR Sequen 



# 



J23q567BQn.o,<i« 67flgn. ?..,;«7n^gp^.,..-„;'0 -■,„,'~50 go 70 ' " 

s:s;?=sfSKs;fs;;igf5j--c5K„^^^^^^ ^^^^ 

FIG. «7b. 



pBoPCaR Sequent 



----^^^^^^^^^^^ 3300 

-"""-'---"""^ 3.0 

P^s^M--.^ ^^^^ 

So«^-p^^.^=f-^^^ 3.0 

AATCCrTOGAACrTACTTGCACTGCTArA.ACOACAGTCAATCA.AT*ATaTCCCCCTrAAAATTAA..ACAGCO 3975 

GAGCGGTCTCCTrCTGrcCTTACGTTTArCAGAaTGCTGACArCCCrATAGTCACarrCCCCTTTCCrATCCCrG .050 
CTTCCATTCTCCrCTTCTGTTCTATCCCATCCAACAGTCCAGAGATAAAACCArGGCTTTAAGATACCCACCTAr 

rCCCCCTAGGGTCTrATrTGrrGTrTTTGTrGCTGTTGTrTrGGTTrGATTrTrGrrrrTAArGTTCAAACCrcr .,00 

GCCCTGAACTTTGCAGACAGCCTGGTCCAAAAACAAACCrGTGCAGAGTGACAGGACCrcCTArGGGCACCACTA ,275 

GAGTrGAGTGCGAAAGACAGAATGTCGCCAGCGCTGCCCAACACCTTGACAGrGCGAAGAACnGAAArGTCCAC ,350 

AGCTGTAAGATGAATGrGrCCCCrCCTATTTATGAAAAArGrTAAATATGTGGrTTCCTACTrGCTGCTGCTOrC .,25 

ACGTGACATGGAGAAGGTTAGCATCCATCCTCCAGCAGTATGTCTGATCTTGTCCAGAGTGTGATGGTGATGCCA .500 

CATATGTAGCTTTArCCTrAAGAAAATGTGTTTGTTTTAATAGrcCGTGGAAAATATAAGCTGGAAAAAATGrCC .650 

CAGTCTGGTTGATATAAGGCAGTATTArTGAGTCCCGTTTTCTTTGCCCGCCCCACCACCCACACCCCAATGAGC .7.5 

I 

FIG. 47c. 
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pHuPCaR5.2 Sequence 
(Seq. I.D. No. 2) 



GGCATAGGGAGCGGGGCTGCGCGCAGTCCTGAGATCAGACCAGAGCTCATCCTCGTGGAGACCCACGGCCGAGGG 
GCCGGACCTGCCTCTGTGCGAGGGAGCCCTGGCCGCGGCGCAGAAGGCATCACAGGAGGCCTCTGCATGATGTGG 
CTTCCAAAGACTCAAGOACCACCCACATTACAAOTCTGGATTGAGGAAGGCAGAAATGGACATTCAAACACCACG 
TCTTCTATTATTTTATTAATCAATCTGTAOACATGTGTCCCCACTGCACGGAGTGAACTGCTCCAAGGGAGAAAC 

TTCTGGCAGCCTCCAAACTCCTAGCTGrCTCATCCCTTGCCCTGGAGAGACGGCAGAACCATGGCATTTTATAGC 

MetA loPheTyrSer 

F'IG. 48a. 
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pHuPCaR5.2 Sequel 



"To 20 30" 



3300 
33. 
3.0 

'^^^^^^^^^^^ 3SO0 

GGTCCCAGGGATGAGGAATCGCCCCAGACTCCTTTCCTCTGAGGAAGAAGGGATAATAGACACATCAAATGCCCC 3825 

GAATTTAGTCACACCATCTTAAATGACAGTGAATTGACCCATGTTCCCTTTAAAATTAAAAAAAAGAAGAGCCTT 3900 

GTGTTTCTGTGGTTGCATTTGTCAAAGCATTGAGATCTCCACGGTCAGATTTGCTGTTCACCCACATCTAATCTC 3975 

TCTTCCTCTGTTCTATCCCACCCAACAGCTCACAOATGAAACTATGGCTTTAAACTACCCTCCAGAGTGTGCACA .050 

CTGATGGGACATCAAATTTGCCACCACTAGAGCTGAGAGTCTGAAAGACAGAATGTCACCAGTCCTGCCCAATGC .125 

CrTGACAACAGACTGAATTTTAAAIGTTCACAACATAAGGAGAATGTATCTCCTCCTATTTATGAAAACCATATG .200 

ATATTTTGTCTCCTACCTGCTGCTGCTATTATGTAACATCCAGAAGGTTTGCACCCCTCCTATACCATATGTCTG .275 

GTTCTGTCCAOGACATGATACTGATGCCATGTTTAGATTCCAGGATCACAAGAATCACCTCAAATIGTTAGGAAG .350 

GGACTGCATAAACCAATGAGCTGTATCTGTAATTAATATTCCTATATGTAGCTTTATCCTTAGGAAAATGCTTCT ..25 

GTTGTAATAGTCCATGGACAATATAAACTGAAAAATGTCAGTCTGGTTTATATAAGGCAGTATTATTGAGCTCTA -.500 

TTTCCCCACCCCACTATCCTCACTCCCATAAGCTAAGCCTTATGTGAGCCCCTTCAGGGACTCAAGGGTCCAGAA .575 

GTCCCTCCCATCTCTACCCCAAAGAATTCCTGAAGCCAGATCCACCCTATCCCrGTACAGAGTAAGTTCrCAATT .650 

ATTGGCCTGCTAATAGCTGCTAGGGTAGGAAAGCGTGGTTCCAAGAAAGATCCACCCTCAAATGTCGGAGCTATG .725 
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pHuPpaR4.0 Sequen 
(Seq. I.D, No. 3) 



cc.=c.ccc«c,cr,c™c««c«.«.c,mccT«.,c„cc.=„r=„«c„,c««c«.cac ,so 

T«..CATC,«»CT,CC..AC.C,CA.»CC«CC.C«„„„,c,.„TTO«„«=C««.,0„=., 

tc...cAcc.c=,cT,c,.,„„rr.r,„,c„,c,ci.«c.,«,c,ccc«c,oc..=s«rc..c,oc,c 300 

c..cc».«..c,TC,ca«=cc,cc««,cc,«c,»,crc«ccc,T„cc,co.««cc=c„«=„r» 37s 



&wss;fs;rj-s^^^^^^^^^^^ .30. 
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pRaKCaR Sequence 
(Seq. I.D. Nb. 4) 

^^^^^^^^^^^ 

AGCACGCAGOCGGGAGCAGGCA«GGGCGGAGCCCCGGGCCCGGCCA«GTGGCCGrCACAGGGTCTGCGGGGAG 
GCAGTAGCTTGACCCAAGGCGACCAGGGAACTTCAGACGGTAGCACGCCACTCAAACAAATTAACTTGACATCGC 
AAGCTGGGCGGGCTGCTACGACATCCTGACTTCAGCATCCAGCTGTTCCTGGGCAGACAGAGGGCCAACAGGrCT- 
TCCTGTGGAAGAAGCCAGGACAAGGACTCCAGAAAACATCTCGGGCAGCCTCTACATGATGTCACTTCTCAGGAC 
TCGAGGACCAGCCACCCTACACCTCTACTACAGAGAAGGCAGAAATGGAGACCCAAAGGCCATCACTCCTGCTCT 
GTCACTAACCACTCTGTAATCATGTCTCCCCACCAGAAGGTGTGAACCGCACCAGGGCCGTGGAGTTCTCGGGCT 

CCCAATCCACTGACACCTTTACCTGTCCCCTGAAGAGAAGGCAACGCTATGGCATCGTACAOCTGCTGTTTGGCC 

MetAloSerTyrSerCysCysLeuAIo 

ATrTr/-AT<r/««<r***. ^ '"^ 
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CTATCCAGTTGAGAOGTTTTTCTTAGAGCCCTGAOCAAAAGGATGGGTCCTTCCTTTCTTCCCAGGAAGCCAGGG 3900 

AGAGTAGGTACGTCAAAGCCTGTACTCAGTTGCACTGCTTTGAATGACAGTGAACTGACTGGTGTGCTCrTTAGA 3975 

GTTAAAAGAAGAGCCATGTTTTGGGGTCGTTTTCCAGAGCTCAOTATCACACCTGGGTTTGCTGAAGTCTTrTCC flOSO 

TCTGCTCTATCCACCATCAGTTCAGACGAAAGCAAGGCTCTAAGCTACCCATCTGCTTCCCTCAAAAAAAAAAAA <(I25 



AAAAAA 



1131 
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